Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.045; wR factor = 0.127; data-to-parameter ratio = 18.6.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the C13-C18 ring. Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 (De Fraine & Martin, 1991) . Phenyl acrylates show considerable antibacterial activities against Staphylococcus Aureus (Xiao et al., 2008) .
D-HÁ
In the title compound C 18 H 18 O 2 , the methyl acrylate is essentially planar with a maximum deviation of -0.0207 (14)Å for the C9 atom and forms a dihedral angle of 40.66 (6)° and 81.40 (6)° with two phenyl rings (C2-C7) and (C13-C18), respectively. The interplanar angle between the two phenyl rings (C2-C7) and (C13-C18) is 67.69 (7)°. The title molecule exhibits structural similarities with the already reported related structure (Madhanraj et al., 2011) .
The significant difference in the length of the C10-O1 = 1.3307 (19) Å and C11-O1 = 1.4368 (18)Å bond is attributed to a partial contribution from O --C═O + -C resonance structure of the O2═C10-O1-C11 group (Merlino, 1971 ). This feature, commonly observed in the carboxylic ester group of the substituents in various compounds gives average values of 1.340Å and 1.447Å respectively for these bonds (Varghese et al., 1986) .
The configuration of the keto-group with respect to the olefinic double bond is typically S-trans, with O2═C10-C9═C8 torsion angle 176.88 (16)°. The methyl acrylate adopts an extended E-configuration with the torsion angles C8═C9-C10═O2 = 176.88 (16)°, C8═C9-C10-O1 = -2.2 (2)°, C9-C10-O1-C11 = 179.81 (14)° and C12-C9-C10-O1 = -179.66 (12)°. The extended conformation is supported by the fact that the bond angles involving carbonyl O atoms are invariably expanded (Dunitz & Schweizer, 1982) .
The crystal packing is stabilized by intermolecular C-H···π interaction, between a methyl benzene H atom and the benzene ring (C13-C18) of an adjacent molecule, with a C3-H3···Cg1 i seperation of 2.87Å. Cg1 is the centroid of the benzene ring (C13-C18). Symmetry code:
Experimental
To a stirred solution of methyl 2-(hydroxy(o-tolyl)methyl)acrylate (0.21 g, 1 mmol) in dichloromethane (10 mL), benzene (0.31 g, 4 mmol) was added at room temperature. After stirring for about 10 minutes at 273 K, catalytic amount of concentrated H 2 SO 4 was added drop wise. Then the reaction mixture was stirred at room temperature for 6 h. After completion of reaction, the mixture was poured into water and aqueous layer was extracted with ethyl acetate (3×10 ml).
The combined organic layer was washed with brine (20 mL), and dried over anhydrous Na 2 SO 4 . The crude product thus obtained was purified by column chromatography (2% EtOAc / hexanes) to provide the desired compound (E)-methyl-2-benzyl-3-o-tolyl acrylate in 80% yield, as a colourless solid.
Refinement
All the hydrogen atoms of the compound are fixed geometrically and allowed to ride on their parent atoms with C-H distance in the range 0.93Å to 0.97Å and with U iso (H) = 1.5U eq (C) for CH 3 groups and U iso (H) = 1.2U eq (C) for all other groups.
Computing details
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT (Bruker, 2008 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at 30% probability level. H atoms are presented as a small spheres of arbitary radius. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

